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Readers of Noah’s
Arkeological Notes do
not have to be
reminded that this
year, 2453 on the old
calendar, is the 500th
anniversary of the
publication of the
famous paper on the
structure of DNA by
Watson and Crick.
Only one copy in the
original paper form has survived, but
the Shanghai Institute of Bio-
Historiography has made available
replicas printed on titanium sheets to
guarantee its preservation. The
Institute is devoted to the
reconstruction of the early history of
DNA research, a task of immense
difficulty, since so few documents
have survived from that period. 
This was partly due to increased
use of electronic communication on
inferior equipment in the latter part
of the 20th century, but mostly the
result of the disaster of 2020. In that
year a bacterium, Supercella # 681,
engineered for superior qualities of
cellulose digestion at temperatures
ranging from 0° to 120°C, was stolen
from the laboratories of Svensk
Gensk and inadvertently released
into the environment when the
thieves were apprehended for
speeding. The bacterium spread
rapidly through the world, carried in
books and newspapers of air
travellers, destroying every piece of
paper it encountered and wiping out
whole libraries. It was discovered
much too late that cigarette ash
contained a potent inhibitor for the
bacterium. Most of the surviving
documents came from the libraries of
the few inveterate and careless
smokers left at that time, and from
occasional lucky finds.
One such find was a metal box of
documents discovered during the
recent excavation of the ruins of
Liverpool Street Station in London.
These shed considerable light on the
early history of genome sequencing.
As everyone knows, today DNA is
sequenced using the meson probe
nanoscope which was invented in the
middle of the 22nd century (old
style).Today’s versions are very
sophisticated and single molecules of
large genomes can be scanned in
microseconds and small ones in
nanoseconds. In fact we now store
sequences in the DNA molecules
themselves; we can extract the
sequence very quickly and quantum
computers make light work of the
analysis. It is hard to believe that
huge enterprises were required to
obtain such sequences and that the
description of the sequence was
stored on primitive magnetic or
optical spinning discs.
The Liverpool Street Station
find also reveals that there were
very early Chinese connections to
human genome sequencing as had
always been suspected by our
historians. For example, there are
documents indicating that a very
important contributor in the early
days of the project was one Lee
Hood, and although Hood is not a
Chinese name it is likely to be a
corruption of something like Hong,
as it was common to anglicise names
in those days. The documents also
show that the most significant
contributors were four scientists,
Sulston, Hinxton, Waterston and
Washington, the first two in
England and the last two in
America. A minority believe that
these are place names but that
seems most unlikely. Professor Won
Ton has suggested that the ‘ton’
may be an honorific title appended
to the names of  those who had
carried out 100 megabases of
sequencing. He has noted that the
word ton, originally a weight
measure, was widely applied at the
time to attaining a speed of 100
miles an hour on a motorcycle. 
Another name that appears in the
documents is Cantor. This was found
only in its hand-written form and
may really be Canton, possibly
indicating the ability to do 100
megabases of sequencing, and
pointing again at a Chinese
connection. The most exciting find
are documents proving that the first
large-scale factory was actually
constructed by Perkin-Elmer and
Venter in 1999. There is considerable
controversy about these names. Thus
everybody has noticed that Venter
does not have the ton suffix and
many believe that his contribution
must have been negligible. However,
it has been suggested that the ter
suffix may have been derived from
tera, and given to those who had
completed a million megabases of
sequencing. This is possible, since
the factory was capable of producing
100 megabases of sequence a day,
and a terabase could have been
achieved in 30 years, or even less if
the factory had been expanded.
Perkin-Elmer has more mysterious
origins. One scholar believes that
Perkin may be a corruption of Pekin,
itself a corruption of Beijing, and
thus another sinosoidal connection.
Elmer is more difficult. It has both
Hebrew and French overtones and
the most ingenious explanation is
that this should be read as Pekin-el-
mer, and refers to San Francisco,
which at the time was also referred to
as Baghdad-by-the-Bay.
The documents finally eliminate
the commonly held view that the
sequencing had been done by the
great Watson himself. They also
show that the concept of factory
sequencing had been proposed by
Walter Gilbert in the mid 1980s, and
although his first name has the
significant ter suffix, there is as yet
no trace of the related
accomplishment.
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